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antigen capture, and sHLA identification resolution 
469-77 
antigen definition standards, class I, BoLA 242 
antigen presentation, and TAP genes 159 
antigenicity, reverse 327, 336 
antisera, BoLA class II 263-4 
4AOHW (Asia—Oceania Histocompatibility Workshop) 
200, 351 
apo (a) 301-2 
and Lp(a) plasma concentration 302 
polymorphism 301 
apo B 301 
Arg52 DQa 223, 225 
ARMS-PCR 199-200 
advantages 203 
HLA-A locus 201-3 
limitations 164—5 
TAP gene study 164 
arthritis, reactive see ReA 
arthritis, rheumatoid see RA 
AS (ankylosing spondylitis) 82, 88 
and B27 88-9 
HSP70 polymorphism 86 
Asia—Oceania Histocompatibility Workshop, fourth see 
4AOHW 
atherogenicity 302, 307 
atherosclerosis, and Lp(a) 303 
ATP-binding family 159 
autoimmune disease 91-2 
HLA 377 
infection 308-9 
see also orchitis; RA; ReA 


B-F antigens 59 
B-L region 59, 60 
cDNA sequence listing 62-3 


B-FL1-1 cDNA sequence listing 61 
B-G proteins 59 
B-L antigens 59, 60 
band shifts, PCR-SSCP 5-6 
B block matching 368-370 
B sheet connecting loop 61 
BF (complement factor B) 415 
BF*F, genomic analysis 415-23 
blood groups see Ch; Rg 
Bloom’s syndrome see BS 
blot analysis 135-6, 191 
Nos2 study 232-3 
BoLA (Bovine Lymphocyte Antigen) Workshop 
169-70, 176, 210, 239-40, 260 
A16, and red cell antigens 249 
antisera, class II 263-4 
breed information 241-2 
novel genes 
— class 1243-4, 245, 246 
— class II 260 
w1/A34 245-6 
see also class I; class II; specific haplotype under 
HLA 
bone marrow grafting, immunogenetic analysis 365-71 
bootstrap resampling 147 
bovine MHC 210 
British Society for Histocompatibility and European 
Foundation for Immunogenetics meeting 387 
BS (Bloom’s syndrome) 134-8 
is C-terminal segment 135, 136 


C2 typing, PF material 34 
C4 325-7 
allotyping 327-8 
isotypes 325; see also C4A; C4B 
RFLP analysis 343-345 
C4A 
non-expressed gene detection 329, 332, 336, 337 
gene analysis 330 
C4B 
and CYP21B 342 
gene analysis 330, 332 
C4D region 327 
C6 
deficiency 182-3 
rare phenotype 183, 185 
C7 181 
deficiency 182-3 
M/N polymorphism 181 
M/N typing 185 
SIEF allotype 181 
C7*10 182-6 
gene frequency 183 
segregation 184—5 
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CAH (congenital adrenal hyperplasia) 341-2 
calcium and MBP 125 
cattle 
class I conservation 253; see also BoLA 
MHC polymorphism 210; see also BoOLA 
Cchib1, Chr11 linkage 233, 235 
CD (coeliac disease) and HLA-DQ2 457-60 
Ch blood group 325 
typing 330-2, 333, 334-5, 327-37 
chicken, class I cDNA sequence 59-64 
Chido blood group see Ch 
Chlamydiae bacteria 309 
clades, MHC 395-6 
class 1 391 
cattle 210-11 
DNA/serological typing comparison 200-3 
HSP70 peptide bonding groove 82 
novel genes, BoLA 243-246 
soluble 
— equine 212 
- ID-IEF 469-77 
typing 
— DNA approach 199-200; see also ARMS-PCR 
— pseudogenes 199-200 
see also BOLA 
class I/II tissue typing, SLE 12-13 
class I — class Ila haplotypes 281, 284 
class II 
BoLA 282, 285-7 
bovine 211; see also BoLA 
DQA patterns, BoLA 271, 276-7 
DQB patterns 274, 278-9, 280 
DRB RFLP patterns, BoLA 270-1, 272-3 
gene registry 519-50 
human 391 
lineage age 393-4 
and Lp(a) 302 
non-human primates 391-9 
novel genes, BoLA 260 
polymorphism 391 
— analysis see TGGE 
subregion organization 397-9 
typing, non-human primates 392-3 
class Ila BoLA 275, 283-5 
class IIb BoLA 260, 282, 285 
class III see HSP 
cNOS (NO synthase) 231 
codon 281, and 21-hydroxylase deficiency 346-9 
coeliac disease see CD 
complement component see C complement number 
complement system, and MBP 126 
complement typing, MUD grafting 366-7, 369 
congenital adrenal hyperplasia see CAH 
contamination, in typing 203 
contig-mapping 398 
coronary artery disease 303 
cortisol biosynthesis 341-2 
cosmid library, rat 189-90, 193 
cross-amplification 111 
cross-hybridization avoidance, and primers 107, 109 
cross-over frequencies, and linkage disequilibria (PF) 
35-6 
cross-reactivity 


B7 (CREG) 23-4 
B7Qui 26-9 
CYP21, and 21-hydroxylase deficiency 348 
CYP21B gene 342-9 
cytocidals 232-5 
cytokine 
sex-linked 306 
and TNF 377 


delta block matching 368-370 
DH (dermatitis herpetiformis) 457-60 
diabetes 
early onset, and Nos2 235 
streptozocin-induced 231 
see also IDDM 
DIB haplotype 211, 282, 285, 286 
disease 
and MHC polymorphism 391 
murine, and Nos2 232 
and polymorphism maintenance 130 
susceptibility 160, 166 
disequilibrium, total 151, 153; see also linkage 
disequilibrium 
DNA extraction 106 
DNA typing/serology, for Rg/Ch typing 337 
DOB haplotype 282, 285, 286 
dot blot hybridization 344-5, 345-7 
DRBF (D-region focusing) 170 
Ds03 
antisera production 170-1, 171, 172-3 
reactivity discrimination 173 
Ds11 distinction 178 
Dw2?2 specificity, BoLA 275 
Dw3 169-70, 170 


electrophoresis 
agarose gel 48 
and banding patterns 8 
polyacrylamide gel 353 
electrophoretic mobility | 
epitope prediction 21 1 
ethnic groups see population 
Ewens—Watterson test 147, 148 


FAP (family analysis package) 34-5 
foam cell formation 307, 308 
Fok! 353, 356 

problems 358 


G/C region (rat) 189 
gene registry 
DR7-Dw17/DwDB| haplotypes 383-86 
HLA class II 519-550 
Sanguinis oedipus, DRB, DQA, DQB, DPB 67-76 
generic typing, HLA-DQB1 447-55 
genes 
bovine specific 211, 260 
protective (IDDM) 225 
genetic distance 154 
HLA-DPB| 148-9 
Swiss HLA-DP 147 
genomic cosmid library, rat 189-90, 193 
genotyping, PCR-SSCP 2 
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geographic distance 154 
HLA-DPB1 148-9 

gluten sensitivity, and DH 457 

Gm 
Mongoloid population 374 
and HBV infection 373-5 


H chains 133 

haplotype, 2-, 4-locus 146-7 

haplotypes, extended, Swiss study 144-53 
Hardy-Weinberg equilibrium 147 

HBV (hepatitis B virus) infection 373-5 
heat shock proteins see HSP 

hepatitis B virus see HBV 

hepatoma, and HBV 374 

heteroduplex DNA formation 314 


heterogeneity (Ds03), and lymphocyte absorption 173, 


175 

hitch-hiking effect 397 
HLA 

and genetic susceptibility to autoimmune disease 

377 

genetic/physical distances 36 

Kuwaiti distribution 295-300 

PCR-RFLP limitations 359 

serological limitation 210 

and SLE 11 

also class I; class II 
HLA antigens 

MUD grafting 366-7, 369 

SLE 12-13 
HLA autoimmune disease, and TNF 377 
HLA gene nomenclature 485-517 
HLA lineage 

evolution 393, 394-6 

loss 395 
HLA sequence databank 485-517 
HLA system, and PF allelic differences study 34 
HLA typing, TAP gene study 161 
HLA-A 

A frequency, Swiss 146, 148, 149 

A locus, typing 201-3 

Kuwaiti distribution 296-9 
HLA-A-B haplotypes 150 
HLA-A-B-DRB1-DPB1 haplotypes 152 
HLA-A28 allele distribution (Spanish) 99-102 
HLA-B 

ancestral haplotypes 431-46 

B frequency, Swiss 146, 147-8 

CL profiles 367-8, 370 

Kuwaiti distribution 296-9 

lineage 431-46 

on recombinant haplotypes 38 
HLA-B-DR haplotypes 150 
HLA-B-DRB|I haplotype 151 
HLA-B7 2344 

B7 CREG 23-4 

B7 cross-reactivity 26, 29 

HSP-70 association 83-4, 86, 88 
HLA-B7Qui 

cross-reactivity 26-9 

identification 23-9 

segregation 25 


HLA-B 14 positive haplotype, and CYP21B gene 345-7 
HLA-B14,DR1 haplotype, and CYP21B 342, 345-6, 
348 
HLA-B27 cross-reactivity 27, 29 
HLA-B55 
cross-reactivity 28, 29 
HLA-DR4 association 20 
HLA-BS6 cross-reactivity 28, 29 
HLA-B57/HSP70 association 87-8 
HLA-B60 cross-reactivity 29 
HLA Bw53 209 
HLA-C, Kuwaiti distribution 298 
HLA-D, chimpanzee 392 
HLA-DP 
polymorphism, and RA 93-6 
primate 393, 397-9 
see also DPA1; DPBI 
HLA-DPA fragment patterns 360-1 
HLA-DPB fragment patterns 360-1 
HLA-DPB1 
allele assignment 353, 354, 357 
— complicated 356 
DRB1 locus differences 154 
frequency, Swiss 146, 148 
genetic/geographic distance 148-9 
hypervariable region 351 
novel 351-63, 358 
oligotyping 144-55 
in RA 93-4 
restriction enzyme digestion 353, 355 
HLA-DQ 
allele/molecule, in IDDM 405-14 
cattle 211 
and IDDM 
— o/B 405-14 
— distribution 221-6 
— heterodimers 226 
Kuwaiti distribution 298, 300 
primate 392-3, 399 
see also TAP genes 
HLA-DQ1, protective role in oral LP 425 
HLA-DQ2, and CD 457-60 
HLA-DQA patterns, BoLA 271, 276-7, 282, 285 
HLA-DQAI 
and IDDM 405-14 
typing, intron-based 363 
HLA-DQB patterns 274, 278-9, 280, 285 
HLA-DQB1 
and IDDM 405-14 
typing, low-resolution 447-55 
HLA-DR 
o/B chains 2 
amplification results 114-21 
crossmatch analysis, TGGE 317-9, 322 
differentiation, TGGE 319-22 
distribution, IDDM study 221-6 
DPB1 linkage disequilibrium, and RA 93, 94, 95-6 
DQ 170, 285, 286 
fingerprinting, TGGE 317, 319, 321 
gene frequencies, sex-linked 305-6 
homoduplex pattern TGGE analysis 315, 315-6 
Kuwaiti distribution 298, 299 
and Lp(a) 304-7 
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PCR-SSCP 2-4 

PF material frequency 39 

primate 397-9 

and RA 92 

(non-)recombinant 37, 39 

restriction fragment pattern 117-8 

subtyping 113, 116 

typing, rapid 45-57 

typing accuracy 41 
HLA-DRI, and LP 425-9 
HLA-DR2 

DRB| analysis 6 

frequency, recombinant haplotypes 41 

and proteinuria 13 
HLA-DR3 

and DH 457-60 

frequency, recombinant haplotypes 41 

group analysis 7 

and IDDM 295-6 

and RA 296 
HLA-DR3/DR4, and diabetes 220, 226-8 
HLA-DR4 

B55 association 20 

frequency, recombinant haplotypes 41 

group analysis 6-7 

polymorphism, and HVR 15-6 
HLA-DR7-Dw17 383-6 
HLA-DR7-DwDB | 383-6 
HLA-DR8 group analysis 7 
HLA-DRI11 

frequency, recombinant haplotypes 41 

group analysis 7 
HLA-DR12 group analysis 7 
HLA-DR13 group analysis 7 
HLA-DR14 group analysis 7 
HLA-DRS2 group analysis 7 
HLA-DRA genes (cattle) 211 
HLA-DRB 

cattle 211 

group allele definition 48-56 

phylogenic tree 395-6 

RFLP patterns, BoLA 270-1, 272-3, 282, 285 

typing ambiguities 55-6 

UT (untranslated region) 395, 396 
HLA-DRB1 

analysis 6—7 

frequency, Swiss 146-9 
HLA-DRB1*04 analysis 15-20 
HLA-DRB1-DPB|! haplotypes 150-2 
HLA-DRB2-TM patterns, BoLA 271 
HLA-DRB3 

BoLA 262, 274-5, 280-1 

TGGE distinguished 322 
HLA-DRB3m BoLA 262 
HLA-DRB7 

polymorphism 383-6 

sequence 385 
HLA-DYA 211, 262, 282, 285, 286 
HLA-DYB genes 211 
HSP (heat shock proteins) 81 
HSP70 polymorphism 83-6 
HSP70-1 86-8 
HSP70-2 86-8 


HSP70-Hom 81-9 
HVR (hypervariable regions), in HLA-DR4 
polymorphism 15-6 


ID-IEF, soluble HLA-A, -B antigens 469-77 
IDDM (insulin-dependent diabetes mellitus) 219-20 
and DQ molecule 405-14 
HLA association 220 
— Class II (Spanish) 220-8 
- DR3 295-6 
- DQAI, -B1 405-14 
negative haplotype association 227 
population genetic variation 226-7 
susceptibility markers 227, 228 
trigger’ 219-20 
see also diabetes; insulitis 
IEF (isoelectric focusing) 170 
aim of, fifth BoLA workshop 253 
band-interval shift 184, 186 
BoLA workshop 242-3, 249-54 
C7 182-3 
class I BoLA 242-3, 249-254 
class II BoLA 261-2, 264, 270 
interpretation 253-4 
macaque DR 392 
one dimensional see ID-IEF 
soluble HLA-A, -B antigens 469-77 
IEF-defined splits, BoLA workshop support 252 
Ig (immunoglobulin) 
concentrations, BS 134 
isotypes 133 
Ig A, and DH 457 
IgM deficiency 134; see also BS 
immune response 
HLA class II 105 
MBP 125 
TNF 377-81 
immunisation, Ds03 170-1, 176, 178 
immunodeficiency see BS 
immunoglobulin see Ig 
Immunoglobulin Gene Expression in Development and 
Disease (conference) 205-6 
inflammatory disease see LP 
insulitis, and interleukin release 309 
interferon determination 303 
interleukin 
ana atherogenesis 308 
determination 303 
insulitis 309 
International Conference on Animal Genetics, XXIV 
79, 206 
International Histocompatability Workshop 
X, cell lines 107 
XI 
— sera 25 
— specificities 145, 146 
isoelectric focusing see IEF 
one dimensional see ID-IEF 


Khalil model 223, 225 

Km phenotypes, and HBV infection 373-5 
kringle domain 302 

Kuwaiti 
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HLA haplotype 300 
and SLE 11-14 


lambda-exonuclease digestion of PCR products 5 
left primers 46, 48-9 
leishmaniasis, murine cutaneous, and Nos2 235 
leprosy, and MBP 126-30 
leukaemia, linkage disequilibrium 151, 153 
lichen ruber planus see LP 
ligand binding, MBP 126-7 
ligase I controlling gene defect 138 
lineage, HLA-B 431-46 
linkage disequilibrium 
cross-over frequencies 35-6 
HLA-DQAI/DQB1/TAP2B 163 
HLA-DRB1*04 18-20 
TAP/class-II 163, 165 
TAPI/TAP2 162 
TAP2/HAL-DR, -DQ 165 
TAP2D/DR4 164 
liver, and Lp(a) synthesis 302 
LP (lichen ruber planus) 425-9 
and HLA-DRB1*0101 allele 425-9 
oral, protective allele 425 
Lp(a) 301 
atherogenicity 302 
atherosclerosis 303 
class II genotype 302 
HLA-DR 304-7 
plasma concentration 302 
RA 309-10 
lymphocytes, Dw3 study 172, 173, 175 


mAb (monoclonal antibodies) 
BoLA class II 264 
bovine class II 261 
for immunoprecipitation 469-77 
MAILA 172 
W6/32, IEF results 249-51 
MAILA assay 170, 172, 177, 178 
malaria 
and HLA Bw53 209 
and MBP 128 
mannan-binding protein see MBP 
matched unrelated donor grafting see MUD 
MBP (mannan-binding protein) 125-50 
binding conditions 125 
in leprosy 126-30 
ligand binding 126-7 
low concentration 126 
malaria 128 
mycobacteria 130 
surgery 128 
MHC 
and bone marrow grafts 365 
bovine 
— alloantisera 169-70 
— heterogeneity investigation 170-9 
see also BoLA 
caprine 213 
complement factor B see BF 
disease association 431-46 
domestic animals 209-13 
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equine 212-3 
evolutionary lineage 431-46 
mouse/rat comparison 189 
ovine 213 
polymorphism 
— origin 393 
—  trans-species evolution 393, 394-5 
porcine 213 
rat 190 
sequences, and epitope prediction 211 
see also class I; class 11; HLA 
MHC Class III see HSP 
mimicry, molecular 309 
MLC matching test 2 
MS, and TNF 378-381 
MUD (matched unrelated donor) grafting 365-6 
CL allotyping 367-8, 370 
delta block matching 368-70 
HLA antigens 366-7 
mutation 
and BoLA class II 282 
detection 1-2 
and gene copies 396 
(non-)synonymous 396 
see also polymorphism 
mycobacteria, and MBP levels 130 
tuberculosis 127, 129 


NCol (restriction enzyme) 83 
nitric oxide 231 
NOS, inducible see Nos2 
Nos2 232 
Chr11 linkage 233, 235 
nude mutation, and Nos2 233, 235 


opsonic defects 125, 126; see also MBP 
orchitis 88 


PAGE 353 
parasitic infection, and class-I phenotype 212 
pathogens, and MHC polymorphism 209, 210 
PCR 45 
BF*F subtype determination 415-23 
class-I genes (cattle) 210-11 
class I] 313-14 
HLA-DRI 2-4, 15, 17-18 
HLA-DRB, -DQB 109, 111 
HSP-70 82-3 
isotype-specific 328, 329-30 
non-expressed C4A gene detection 329, 332, 336, 
337 
RA study 92-3 
see also ARMS-PCR 
PCR-ASA 45-57 
characteristics 56 
PCR-SSO concordance 56 
PCR-RFLP 56 
fragment patterns, 4AOHW panel 360-1 
HLA-DPB| locus 352-63 
— complicated 356 
— novel 356, 358 
HLA-DRB, -DQB allelic determination 1! 11 
intron-based 363 
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limitations 359 
PCR-SSCP 1-2 

DR group 4-5 

PERB 1! 431-46 
PCR-SSO 

IDDM study 220 

PCR-ASA concordance 56 
PCR-SSOP (sequence specific oligonucleotide probing) 

16-18, 199 

for HLA-DR4 typing 16, 18 

limitations 18 
PCR-SSP 

low resolution, of HLA-DQB! 447-55 

RFLP analysis concordance 122 

RFLP matching compared, HLA-DQB1 447-55 

technique 105-123 

— advantages 113, 122 

— method 106-111 
peptide bonding, HLA Class I/HSP70 82 
PERB 1, polymorphism 431-46 
PF (Provinces Frangaises) survey 33-4 

re-evaluated sample 34 
plasma lipoprotein, human see Lp(a) 
plasminogen/apo (a) similarities 301-2 
platelets, Dw3 study 171, 174 
polymorphism 

in animal populations 210-11 

bovine 

— BoLA class II 285 

— class-1210-11 

— class-II 211 

C4 325-6 

detection 1-2 

and disease 391 

HLA-DPBI investigated 144-55 

and HVR 15-16 

maintenance, and disease 130 

origin 393, 396-7; see also mutation 

PERB1 431-46 

protein charge 181 

T cell receptor delta locus, and RA 479-83 

TAP gene 160-1 
population 

and A28 allele distribution 101-2 

Cape Coloured 

— gene frequency 184-5 

genetic history 182 

European, and HLA-DP haplotype 150-1 

genetic distance 154 

— HLA-DPBI 148-9 

— Swiss HLA-DP 147 

and HLA distribution 299-300 

and IDDM genetic variation 226-7 

SLE suceptibility 12-13 

Swiss, genetic comparison 148-9, 154-5 
pregnancy, and MHC expression, equine 212-3 
primates, MHC class II subregion organization 397-9 
primers 

cross-amplification 111 

CYP21B gene 343, 344 

HLA-A28 100 

HLA-DPB1 144-5, 153, 352, 354 

HLA-DQ discrimination 112 


HLA-DR 109-10 

— -DQB typing 107-111 

— subtyping 116 

HLA-DRB determination 108, 115 

HLA-DRB1I discrimintion 3, 4, 108 

HLA-DRB1*04 17, 18 

IDDM study 220-1 

inefficiency 113 

PCR-ASA 46-7, 50 

Rg/Ch genotyping 328 

TAP gene study 160-1 

TGGE 314 

see also left primers; right primers 
probe 

oligonucleotide 16, 17 

Q-like gene (rat) 191, 192 
promoter region variant nomenclature 485-517 
proteinuria, and DR2 13 
Provinces Frangaises see PF 
pseudogene amplification 199-200 


Q/TL region (mouse) 189 
Qui family 24-5 


RA (rheumatoid arthritis) 91, 92 
HLA-DP polymorphism 93-6 
HLA-DPB| distribution 93-4 
HLA-DR/DPB| linkage disequilibrium 93-6 
HLA-DR3 296 
HLA-DRB1*04 20 
Lp(a) level 309-10 
T cell 5 polymorphism 479-83 
TAP study 160 
TNF 378-81 
TNF Nco-I 461-7 
TNFa 461-7 


MHC 189, 190 

TAP polymorphism 166 
ReA (reactive arthritis) 82, 88 

and B27 88-9 

HSP70 polymorphism 86 
recombination 

and BoLA class II 282 

HLA-DR 36—40 

paternal/maternal 38, 40 

sex-linked 41 
recombination assignment, accuracy 42 
recombination fractions 35, 36 
red blood cell typing, BoLA class I 243 
relative predispositional effect 405-14 
renal transplantation 

HLA-DR antigens 447-8 

PCR-SSP technique | 13, 122 
restriction patterns 

4AOHW panel 362 

HLA-DR, -DQB 117, 118-19 
RFLP 106, 192, 194 

BoLA class II 261-2 

C4 343-45 

CYP21 gene 343-45 

HLA-DQ typing 392-3 

TNF Neol, and RA 461-7 
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PCR-SSP concordance 122, 447-55 
Rg blood group 325 
typing 330-35 
RgI/Chl typing 328-9 
Rg3/Ch6 typing 328-9 
rheumatoid arthritis see RA 
ribonuclease protection assay 191-2 
right primers 46, 48-9 
mRNA 137-8 
Rodgers blood group see Rg 
RT(2.1) 192 
CT sequence 194 
sequencing 194 
tertiary structure 195 
RT(6.8) 191, 192 
class-I molecule comparison 195 
mapping region 194 
sequencing 194-5 
transcriptional activity 195-6 
RTI. x loci 189 
Rgnningen model 226 


Sanguinus oedipus 
DRAI sequence 73 
DRB sequence 67-9 
DRB1 sequence 69, 74-6 
DRQB1/DRQB2 sequence 69, 70-2 
segregation studies, TAP gene survey 165 
selection, and mutation 397 
sense/antisense strand identification 4-5 
serological matching 106 
DNA/serological typing comparison 200-3 
HLA-DP polymorphism 144 
limitations 210, 286 
serology 
BoLA 
— class 1 240-2, 243-9 
— class II 260-1, 263-4 
— difficulties 286 
DNA typing/serology, for Rg/Ch typing 337 
HLA, limitation of 210 
serum W2245 173, 175, 176, 178 
sex-linked HLA-DR gene frequencies 
and cytokine increase 305-6 
and Lp(a) levels 305-6 
sex-linked recombination 41 
single-strand conformation polymorphism 1-2 
SLE (systemic lupus erythematosus) 1 1 
ethnic suceptibility 12-13 
genetic susceptiblity, Kuwaiti 300 
HLA antigens 12-13 
and TNF 379 
Southern blot analysis see blot analysis 
SPAFAS-11 line chickens 60, 61-2 
speciation, and MHC polymorphism 393-4 
spleen cell typing, HLA-DQB1 447-55 
staining, HLA-DR2 DRB gene analysis 8 
Statistical tests, HLA-DP Swiss sample 147 
surgery, and MBP 128 
susceptibility markers, IDDM 225 
Swiss, DPB1 oligotyping 144-55 
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synovial fluid, in RA 461-7 
systemic lupus erythematosus see SLE 
T cell receptor delta locus 
A4-AS genotype 479-83 
and RA 479-83 
T cell response, and TAP gene 160 
T cells, in atherogenesis 308-9 
T helper cells 391 
TAP genes 159-66; see also linkage disequlibrium 
TAP polymorphism 160 
rat 166 
TAP1, -2 gene frequency 161-2 
TAP2 ambiguities, family pedigree 162 
TAP2H allele 164 
temperature gradient gel electrophoresis see TGGE 
Tenascin B gene 349 
TGGE (temperature gradient gel electrophoresis) 
314-23 
crossmatch analysis 317-19, 322 
HLA-DR 
— allele differentiation 319-22 
— fingerprinting 317 
— homoduplex patterns 315-16 
Th x type cell response 310 
thromboembolism 302 
TL region (mouse) 189 
TNF (tumor necrosis factor) 
a, and RA 461-7 
autoimmune disease 377-81 
B 378-81 
Todd model 223 
transplantation 
allelic matching 105-6 
bone-marrow 105, 313 
— HLA-DR TGGE analysis 317-19 
— TGGE donor matching 322-3 
HLA class II typing 2 
HLA-A-B-DRB1/DPB1 disequilibrium 153-4 
HLA-DR antigens 447-8 
-— DRB1*04 20 
MHC animal studies 210 
typing, PCR-SSP technique advantages 113, 122 
transporter proteins 159 
trypanosome infection, and class-I phenotype 212 
tumor necrosis factor see TNF 
tumorcidals 231 
tumour, genetic control of resistance 60 
21-hydroxylase 341 
and CYP21 348 
gene for 342 
typing 
DNA contamination 203 
DNA/protein discrepancies 415-23 
HLA-DR rapid 45-57 
low-resolution DNA, nomenclature 485-517 
typing ambiguities, HLA-DRB 55-6 
typing error 106 


vaccine, and MHC studies 209-10 


W6/32, IEF results 249-51 





